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G.kotschyanus

Suleimaniyha

G.anatolicus

Dahook

Aapilas g dupall B cardind Al dilgdall ciliabll ae 8l cdlulady slewd (2) o

Primers name

Sequence 5' Reference

OPC-9

CTCACCGTCC [ 16]

RAPD-2

TGCGCCCTTC [ 16]

R-15

GGACAACGAG [17]

R-8

CCCGTTGCCT [17]
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Gladiolus guia £153% ( M.W.bp) 4aiadl Llisly Liakil A1 30,4l ajadl aacg s algal) (3) Joas

Primer Taxa

OPC-9 G.atroviolacious

G.italicus
G.atroviolacious
G.italicus
G.anatolicus

RAPD-2

G.italicus

G.atroviolacious

G.kotschyanus

= NP ¢l J<d gJSS\ anadl s = NT «Gladiolus (ial dzy ¥ &b—N\ & dandiuial) (5a054)) (4) Jea
- 53k JS1 Bajdal) ajadl s = NMe jsaby Jsd JISaN) Saaia ajall aae

Primer's Sizeof
name bands/bp
OPC-9 450-1600

RAPD-2 500-1500
R-15 390-1200
R-8 200-1500
Total 200-1600

G.atroviolacius(G.1)
G.italicus(G.2)
G.kotschianus(G.3)
G.anatolicus(G.4)
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cluster

i 8183 Om (Al U 6) JssaGladiolusiuas yiill g 4 jedaall ciliall (any aa

subcluster

Morphological characters

Anatomical characters

Shape of fruit

stigmas

Shape of c.s.

<tem Shape of v.b.

G.atroviolacius

Equal

circular

G.kotschyanus

obovate

Unequal

Ovoid-circular Long ovoid

G.anatolicus

Equal

circular Ovoid-long ovoid

G.italicus

Broadly-ovoid

Unwinged

Unequal

Triangle-long ovoid

C.S. = cross section
V.b. = vascular bundle
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Abstract

This study observed the genetic diversity and relationships among 4 species belonging to
genus Gladiolus L. , by using the Random Amplified Polymorphic DNA (RAPD) technique ,
the study includes extraction of genomic DNA from the dray leaves by using commercial kit .
4 random primers used the produced of many polymorphic bands among the 4 species , it
was also possible to fined the DNA fingerprint of all studied species.Through the appearance
of a number of bands that were unique to each species.Genetic distances ranged from 0.10 to
0.86, and used cluster analysis were performed to construct dendrogram.Cluster analysis
grouped the 4 species Into tow main clusters depending on their ancestor and their
morphological and anatomical traits. Depending on the results of this study and other such as
anatomical and palynologycal studies we can record a new species in Iraq belonging to genus
Gladiolus, it is G. anatolicus.

Key words: Gladiolus , DNA , RAPD
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